Bioinformatics Analysis of Protein Secretion in Plants.
In sessile plants, the dynamic protein secretion pathways orchestrate the cellular responses to internal signals and external environmental changes in almost every aspect of plant developmental events. The cohort of plant proteins, secreted from the plant cells into the extracellular matrix, has been annotated as plant secretome. Therefore, the identification and characterization of secreted proteins will discover novel secretory potentials and establish the functional connection between cellular protein secretion and plant physiological phenomena. Noteworthy, an increasing number of bioinformatics databases and tools have been developed for computational predictions on either secreted proteins or secretory pathways. This chapter summarizes current accessible databases and tools for protein secretion analysis in Arabidopsis thaliana and higher plants, and provides feasible methodologies for bioinformatics analysis of secretome studies for the plant research community.